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Introduction

The scientific term “micro-biome” refers to the set of genes 
of all microorganisms that inhabit almost all human body parts. 
The microbiome is thus considered as a second genome that has 
a symbiotic relationship with the host. This relationship may be 
positive or beneficial, negative or pathogenic, or neutral; hence, 
micro-biome interactions play a key role in human health [1].

Functions of the human microbiome 

Metabolism and digestion: 

The microbiome plays an essential role in the breakdown 
and absorption of nutrients, as well as the production of vitamins 
and other metabolites [2,3]. Immune system regulation: The  

 

microbiome helps regulate the immune system, both locally and 
systemically, by promoting the development of immune cells and 
helping to prevent the overgrowth of harmful bacteria, a dominant 
action of the healthy microbiota on the immune system is aimed at 
reinforcing barrier immunity and therefore their own containment. 
A central strategy utilized by the host to maintain its homeostatic 
relationship with the microbiota is to minimize contact between 
microorganisms and the epithelial cell surface thereby limiting 
tissue inflammation and microbial translocation [1]. Barrier 
function: The microbiome acts as a barrier against pathogens by 
occupying niches in the body and competing for resources with 
potentially harmful microorganisms. 
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Neurological function:

The microbiome has been linked to a range of neurological 
functions, including behavior, mood, and brain development [4,5]. 
Hormonal regulation: The microbiome can affect hormone levels 
and activity, particularly in the gut-brain axis [5]. 

Protection against infection

The microbiome can help protect against infections by 
producing antimicrobial compounds, competing for resources with 
harmful microorganisms, and supporting the development of the 
immune system [6]. 

Nutrient synthesis: The microbiome can synthesize essential 
nutrients, including vitamin K, folate, and biotin, that are not readily 
available in the diet [7]. 

Detoxification: The microbiome can detoxify harmful 
compounds, including drugs, carcinogens, and environmental 
toxins [7,8]. 

Oral health: The oral microbiome helps maintain oral health by 
preventing the growth of harmful bacteria, protecting against tooth 
decay and gum disease, and promoting tissue healing. Metabolic 
disorders: The microbiome has been implicated in the development 
of metabolic disorders, including obesity, diabetes, and metabolic 
syndrome. 

Cardiovascular health: The microbiome can affect 
cardiovascular health by regulating blood pressure, cholesterol 
levels, and inflammation [9]. 

Sleep: Emerging evidence suggests that gut microbiota may 
also play a role in regulating sleep [10]. A recent study found 
that modulation of the gut microbiota through fecal microbiota 
transplantation improved sleep quality and reduced symptoms of 
insomnia in patients with chronic insomnia [10]. Recent research 
has suggested that gut microbes and their metabolites may play an 
important role in mediating the ameliorative effects of melatonin 
on cognitive impairment induced by sleep deprivation (SD).

Factors affecting microbiota 

The gut microbiota is influenced by various factors, including 
diet, age, genetics, and environmental exposures. Recent research 
has highlighted the complex interplay between these factors and 
the gut microbiota. Diet is one of the primary factors influencing gut 
microbiota composition. Studies have shown that high-fat and high-
sugar diets can lead to alterations in gut microbiota composition 
and function, which can contribute to metabolic disorders such as 
obesity and type 2 diabetes. On the other hand, diets rich in fiber 
and plant-based foods have been associated with a more diverse 
and beneficial gut microbiota [11]. Age is another important factor 
affecting gut microbiota composition. Studies have shown that 
the gut microbiota undergoes significant changes throughout the 
lifespan, with the greatest shifts occurring in early childhood and 
again in older adulthood [12,13]. These changes may contribute to 
age-related changes in immune function and metabolic health.

Genetics also play a role in determining gut microbiota 
composition. Studies have identified several host genes that are 

associated with specific microbial taxa and metabolic pathways. 
These findings suggest that host genetics may influence the gut 
microbiota and contribute to individual differences in health 
outcomes [14]. Environmental exposures, such as antibiotics, 
pollutants, and stress, can also affect gut microbiota composition 
and function [15]. Antibiotic use, in particular, has been shown to 
cause significant disruptions in gut microbiota composition, which 
can have long-lasting effects on host health. Exposure to pollutants 
such as air pollution and pesticides has also been associated with 
alterations in gut microbiota composition and increased risk of 
metabolic disorders [16]. Overall, these studies demonstrate the 
complex interplay between various factors and the gut microbiota. 
Further research is needed to fully understand the mechanisms 
underlying these interactions and their implications for human 
health.

Obesity

Obesity is a persistent medical condition impacting individuals 
of all age groups around the world. The World Health Organization 
(WHO) reports that roughly 35% of adults and 17% of children in 
the United States are currently dealing with obesity. On a global 
scale, there are approximately 650 million adults and 42 million 
children under the age of 5 who are struggling with obesity. Obesity 
is characterized by a body mass index (BMI) equal to or exceeding 
30 kg/m², and it is further categorized into different classes based 
on severity [17]. Obesity exerts a psychosocial influence and leads 
to heightened medical and economic challenges. The accumulation 
of excess adipose tissue corresponds to elevated occurrence of 
accompanying health issues and medical complexities, include 
Type 2 diabetes mellitus, cardiovascular disease, cerebrovascular 
accidents, malignancies like colon, breast, and uterine cancers, 
osteoarthritis, obstructive sleep apnea, major depressive disorder, 
and liver diseases.

Relations of gut microbiota to obesity and other 
comorbidity

The gut microbiota, in particular, has been shown to play a 
crucial role in human health, such as a decrease in diversity or an 
increase in harmful bacteria with studies linking changes in its 
composition, can contribute to a variety of diseases and disorders, 
including obesity, inflammatory bowel disease, type 2 diabetes, 
and even mental health conditions such as depression and anxiety. 
Recent research has highlighted the role of the gut microbiota in 
obesity and related comorbidities [18]. Research has shown that 
there is a relationship between the gut microbiota and obesity. 
Studies have found that individuals who are obese have a different 
composition of gut microbiota compared to those who are lean. 
Gut microbiota alterations affect the energy balance of the host 
organism; namely, as a factor affecting energy production from 
the diet and as a factor affecting host genes regulating energy 
expenditure and storage. Specifically, obese individuals tend to 
have a lower diversity of gut microbiota and a higher proportion of 
Firmicutes bacteria compared to Bacteroidetes bacteria. This ratio 
of Firmicutes to Bacteroidetes has been shown to be associated 
with increased calorie harvest from the diet, increased fat storage, 
and a higher risk of obesity. In addition, the gut microbiota has 
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been shown to influence appetite and food cravings [19,20]. Some 
studies have suggested that certain species of gut bacteria may be 
able to extract more energy from food mainly from short-chain fatty 
acids (SCFAs), together with an increase in low-grade inflammation 
and altered bile acid metabolism [21] and thus make individuals 
feel less full after eating, leading to overeating and weight gain [22-
24]. However, it is important to note that the relationship between 
the gut microbiota and obesity is complex and not fully understood. 
More research is needed to fully elucidate the mechanisms by which 
the gut microbiota influences obesity and to identify potential 
therapeutic targets for treating obesity through modulating the gut 
microbiota.

Bariatric surgery and relation to gut microbiome

Bariatric surgery, a treatment for obesity, has been shown to 
alter the gut microbiota composition, leading to changes in the 
diversity and abundance of different bacterial species. Bariatric 
surgery also induces important changes in the composition of 
the gut microbiota of patients undergoing these procedures. 
The main changes reported after surgical intervention include 
increases in Proteobacteria (E. coli, Enterobacter spp.), decreases 
in Clostridium and changes in Bacteroides and Prevotella. These 
changes have been linked to the metabolic improvements seen after 
bariatric surgery, such as improved glucose metabolism and insulin 
sensitivity, suggesting that the gut microbiota may play a crucial 
role in the success of bariatric surgery. Studies have demonstrated 
that bariatric surgery results in an increase in the abundance 
of beneficial bacteria, such as Akkermansia muciniphila, and a 
decrease in the abundance of harmful bacteria, such as Firmicutes 
[25]. These changes in the gut microbiota have been linked to 
the metabolic improvements seen after bariatric surgery, such as 
improved glucose metabolism and insulin sensitivity [26]. It has 
been reported that these taxonomical and functional changes in 
the microbiota are stable nine years after Roux-En-Y Gastric Bypass 
(RYGB) intervention [27]. This suggested that the gut microbiota is 
an active player in weight loss in obesity surgery, and that weight 
loss is a transmissible trait of the microbiota post-surgery [28].

There are several types of bariatric surgery procedures, but the 
most commonly performed ones include: 

a)	 Sleeve Gastrectomy: In this procedure, a large portion of 
the stomach is removed, leaving a small, banana-shaped sleeve. 
The reduced stomach size restricts the amount of food that 
can be consumed, leading to early satiety and reduced caloric 
intake. 

b)	 Roux-En-Y Gastric Bypass: This procedure involves 
creating a small pouch at the top of the stomach and connecting 
it directly to the small intestine, bypassing a large portion of the 
stomach and the upper part of the small intestine. This restricts 
food intake and reduces nutrient absorption. One-anastomosis 
gastric bypass is an attractive option in the armament of a 
Bariatric surgeon. A relatively simple procedure, it has been 
effective in inducing weight loss and resolution of obesity-
associated comorbidities. Easy technique, shorter operative 
times, and low complication rates make it an attractive 
alternative option, particularly in super-obese individuals. 

c)	 Biliopancreatic Diversion with Duodenal Switch (BPD/
DS): This procedure involves a partial gastrectomy to create 
a smaller stomach pouch and a more extensive bypass of the 
small intestine, resulting in reduced food intake and limited 
nutrient absorption.

Mechanisms of action

In the context of microbiota and bariatric surgery aim to uncover 
and understand the underlying biological processes by which 
bariatric surgery affects the gut microbiota and, subsequently, 
how these changes impact various health outcomes. The specific 
mechanisms underlying microbiota modifications provided by 
Bariatric surgery (BS) have not yet been elucidated. Here are 
some key areas of interest in mechanisms of action studies 
related to microbiota and bariatric surgery: 

a.	 pH and high levels of dissolved oxygen: Proteobacteria 
proliferates following BS due to increased luminal pH and high 
levels of dissolved oxygen that enables the growth of facultative 
aerobic microorganisms and inhibits anaerobic populations 
[29].

b.	 Dietary Changes: Diet is a critical factor that interacts 
with the gut microbiota [30]. Mechanisms of action studies 
often assess how post-operative dietary modifications 
interact with the altered microbiota and contribute to health 
outcomes. Caloric restriction (with an average decrease of 
1800 kilocalories/day compared to prior surgery intake), 
alters bacterial community structure in a matter of days to 
weeks. Due to transient intolerance of protein-rich foods, in 
the first year following BS the actual protein intake is 0.5 g/
kg/day and does not meet the recommended daily allowances 
for bariatric patients of 1.5 g/kg/day. Fat and carbohydrate 
intake are also diminished during the first year postoperatively. 
Lower glycemic index carbohydrates are often preferred to high 
glycemic index carbohydrates [31].

c.	 Gut Hormone Regulation: there are major metabolic 
and hormonal changes occurring concomitantly in the early 
postoperative state, researchers explore how bariatric surgery 
influences the secretion and function of gut hormones such as 
ghrelin, leptin, and GLP-1. These hormones play crucial roles 
in appetite control, energy metabolism, and weight regulation 
[32].

d.	 Bile Acid Metabolism: It appears that bile acid alteration 
is an important component of bariatric surgery, and represents 
a promising target for the management of metabolic disorders. 
Bile acids play a role in metabolic regulation as signaling 
molecules other than digestive juice, most of the metabolism-
beneficial effects are mediated through nuclear receptor and 
membrane receptor, as well as reciprocal influence on gut 
microbiota. In the last years, gut microbiota has emerged as one 
of the drivers through its metabolites, especially secondary bile 
acids. Secondary bile acids could have a role in the amelioration 
of the glucose and HDL-cholesterol levels. Possible relationship 
between the interaction of the bile acids pool metabolized by 
the gut microbiota in the metabolic improvements obtained by 
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bariatric surgery in the frame of morbid obesity. Blautia and 
Veillonella were the two genera that showed more relationships 
with secondary bile acids, indicating a possible role in their 
formation and inhibition.

e.	 Intestinal Barrier Function: The integrity of the intestinal 
barrier is essential for maintaining gut health. One of the 
important phenomena associated with bariatric surgery is the 
concept of “leaky gut.” Leaky gut refers to increased permeability 
of the intestinal barrier, which can lead to the translocation of 
bacterial products such as endotoxins from the gut lumen into 
the bloodstream. This translocation of endotoxins is known to 
trigger low-grade inflammation and has been associated with 
the development of insulin resistance and metabolic syndrome. 
Bariatric surgery, by physically altering the gastrointestinal 
tract, appears to have beneficial effects on the integrity of the 
gut barrier. Studies have demonstrated that these surgeries 
can lead to changes in the molecular building blocks of the gut 
barrier, which subsequently reduce the permeability of the gut 
and decrease the translocation of endotoxins. This, in turn, 
contributes to a reduction in the low-grade inflammation and 
insulin resistance associated with metabolic syndrome [33].

f.	 Inflammation: Chronic low-grade inflammation is a 
hallmark of obesity. Researchers investigate how bariatric 
surgery-induced changes in the gut microbiota may modulate 
inflammatory responses in the body. Dysbiosis with an impaired 
intestinal barrier leads to accelerated contact of microbiota 
with the host’s immune cells [34]. 

g.	 Short-Chain Fatty Acids (SCFAs): SCFAs are microbial 
metabolites with important roles in gut health and metabolism. 
Research examines how bariatric surgery affects SCFA 
production and its consequences for host health, the total 
amount of SCFA was reduced, the total and relative amounts of 
the main straight SCFA (acetic-, propionic-, and butyric- acids) 
were reduced, and the total and relative amounts of branched 
SCFA (isobutyric-, isovaleric-, and isocaproic- acids) were 
increased. The changes indicate a shift toward a proteolytic 
fermentation pattern with unfavorable health effects [35,36]. 

h.	 Host Genetics: The interplay between host genetics 
and the gut microbiota is an area of interest. Researchers 
examine how genetic factors may interact with surgery-
induced microbiota changes to influence health outcomes. 
Studies carried out in the last ten years have shown that the 
metabolites made up from the gut microbiota are essential 
for multiple functions, such as the correct development of the 
immune system of newborns, interception of pathogens, and 
nutritional enrichment of the diet [37]. Candidate human genes 
encoding enzymes, inflammatory cytokines, and proteins show 
similarity with those included in the gut microbiome.

It’s important to note that the effects of bariatric surgery on 
the gut microbiota can vary depending on the specific procedure 
performed, as well as individual factors such as diet and lifestyle. 
Nonetheless, the growing body of research suggests that the 
gut microbiota may play an important role in the metabolic 

improvements seen after bariatric surgery, and may be a target for 
future therapies to treat obesity and metabolic diseases.

Bad outcome of Bariatric Surgery on microbiota

While bariatric surgery has many potential benefits, there are 
also some potential negative outcomes that have been associated 
with the procedure. Here are a few examples of how bariatric 
surgery can negatively affect the gut microbiota:

a)	 Malabsorption of nutrients: Some types of bariatric 
surgery can lead to malabsorption of nutrients, which can affect 
both the gut microbiota and overall health. For example, some 
studies have suggested that malabsorption of dietary fats after 
bariatric surgery can lead to an overgrowth of bacteria that feed 
on these fats, potentially contributing to inflammation and other 
negative health outcomes [38]. 

Increased risk of inflammatory bowel disease: Bariatric surgery 
has been associated with an increased risk of inflammatory bowel 
disease (IBD), a chronic condition characterized by inflammation 
of the gut. While the exact mechanisms underlying this association 
are not well understood, some studies have suggested that changes 
in the gut microbiota may play a role [39]. 

b)	 Increased risk of nutrient deficiencies: Some types of 
bariatric surgery, such as Roux-en-Y gastric bypass, can increase 
the risk of nutrient deficiencies due to malabsorption. This can in 
turn affect the gut microbiota, which depends on a steady supply 
of nutrients from the host for optimal function. For example, some 
studies have suggested that nutrient deficiencies after bariatric 
surgery can lead to alterations in the gut microbiota that contribute 
to inflammation and other negative health outcomes [38] 

It’s worth noting that the negative outcomes of bariatric 
surgery on the gut microbiota are not well understood and 
may depend on a range of factors, including the specific surgical 
procedure, the patient’s individual microbiome, and other lifestyle 
factors. Nevertheless, these potential negative outcomes highlight 
the importance of careful monitoring and management of the gut 
microbiota in patients undergoing bariatric surgery.

Summery

The gut microbiota has been linked to various aspects of human 
health, including metabolism, immunity, and mental health. Changes 
in gut microbiota composition and function following bariatric 
surgery have been associated with both beneficial and negative 
health outcomes. Beneficial effects include improved metabolic 
health, reduced inflammation, and increased satiety, while negative 
effects include nutrient deficiencies, infections, weight regain, and 
adverse metabolic effects. It is important to monitor and manage 
changes in gut microbiota composition in patients undergoing 
bariatric surgery to maximize the beneficial effects and minimize 
the negative effects. More research is needed to fully understand 
the mechanisms underlying these effects.
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The datasets generated during and/or analyzed during the 
current study are available in the [PUBMED] repository, [https://
pubmed.ncbi.nlm.nih.gov].

References
1.	 Aggarwal N, Kitano S, Puah GRY (2023) Microbiome and Human Health: 

Current Understanding, Engineering, and Enabling Technologies. 
Chemical Reviews 123(1): 31-72. 

2.	 Sonnenburg JL, Bäckhed F (2016) Diet-microbiota interactions as 
moderators of human metabolism. Nature 535: 56-64. 

3.	 O’Hara AM, Shanahan F (2006) The gut flora as a forgotten organ: EMBO 
reports 7(7): 688-693. 

4.	 Foster JA, McVey Neufeld KA (2013) Gut-brain axis: how the microbiome 
influences anxiety and depression. Trends in neurosciences 36: 305-
312. 

5.	 Foster JA BGaDSTRBtGM-IS-BAaMDDFNd (2021) The Relationship 
Between the Gut Microbiome-Immune System-Brain Axis and Major 
Depressive Disorder. Front Neurol 12: 721126. 

6.	 Shim JA, Ryu JH, Jo Y (2023) The role of gut microbiota in T cell immunity 
and immune mediated disorders. International journal of biological 
sciences 19(4): 1178-1191. 

7.	 Engevik MA, Morra CN, Röth D (2019) Microbial Metabolic Capacity for 
Intestinal Folate Production and Modulation of Host Folate Receptors. 
Frontiers in microbiology 10: 2305. 

8.	 Claus SP, Guillou H, Ellero-Simatos S (2016): The gut microbiota: a major 
player in the toxicity of environmental pollutants? NPJ biofilms and 
microbiomes 2: 16003. 

9.	 Kazemian N, Mahmoudi M, Halperin F (2020) Gut microbiota and 
cardiovascular disease: opportunities and challenges. Microbiome 8(1): 
36. 

10.	Smith RP, Easson C, Lyle SM (2019) Gut microbiome diversity is associated 
with sleep physiology in humans. PLoS One 14(10): e0222394. 

11.	Cronin P, Joyce SA, O’Toole PW (2021) Dietary Fibre Modulates the Gut 
Microbiota. Nutrients 13(5): 1655.

12.	Badal VD, Vaccariello ED, Murray ER (2020) The Gut Microbiome, Aging, 
and Longevity: A Systematic Review. Nutrients 12(12): 3759. 

13.	Bosco N, Noti M (2021) The aging gut microbiome and its impact on host 
immunity. Genes & Immunity 22: 289-303. 

14.	Kemis JH, Linke V, Barrett KL (2019) Genetic determinants of gut 
microbiota composition and bile acid profiles in mice. PLoS genetics 15: 
e1008073. 

15.	Singh S, Sharma P, Pal N (2022) Impact of Environmental Pollutants 
on Gut Microbiome and Mental Health via the Gut-Brain Axis. 
Microorganisms 10(7):1457. 

16.	Bailey MJ, Naik NN, Wild LE (2020) Exposure to air pollutants and the 
gut microbiota: a potential link between exposure, obesity, and type 2 
diabetes. Gut microbes 11(5): 1188-1202. 

17.	Arterburn DE, Telem DA, Kushner RF (2020) Benefits and Risks of 
Bariatric Surgery in Adults: A Review. Jama 324(9): 879-887. 

18.	Tokarek J, Gadzinowska J, Młynarska E (2021) What Is the Role of Gut 
Microbiota in Obesity Prevalence? A Few Words about Gut Microbiota 
and Its Association with Obesity and Related Diseases. Microorganisms 
10(1): 52. 

19.	Han H, Yi B, Zhong R (2021) From gut microbiota to host appetite: gut 
microbiota-derived metabolites as key regulators. Microbiome 9: 162. 

20.	Lam YY, Maguire S, Palacios T (2017) Are the Gut Bacteria Telling Us to 
Eat or Not to Eat? Reviewing the Role of Gut Microbiota in the Etiology, 

Disease Progression and Treatment of Eating Disorders. Nutrients 9(6): 
602. 

21.	Khan MJ, Gerasimidis K, Edwards CA (2016) Role of Gut Microbiota 
in the Aetiology of Obesity: Proposed Mechanisms and Review of the 
Literature. Journal of Obesity 2016: 7353642. 

22.	Terry SM, Barnett JA, Gibson DL (2022) A critical analysis of eating 
disorders and the gut microbiome. Journal of Eating Disorders 10(1): 
154. 

23.	Ousey J, Boktor JC, Mazmanian SK (2023) Gut microbiota suppress 
feeding induced by palatable foods. Current Biology 33(1): 147-157.

24.	Turnbaugh PJ, Ley RE, Mahowald MA (2006) An obesity-associated 
gut microbiome with increased capacity for energy harvest. Nature 
444(7122): 1027-1031. 

25.	Crommen S, Mattes A, Simon MC (2020) Microbial Adaptation Due to 
Gastric Bypass Surgery: The Nutritional Impact. Nutrients 12(4): 1199. 

26.	Anhê FF, Zlitni S, Zhang SY (2023) Human gut microbiota after bariatric 
surgery alters intestinal morphology and glucose absorption in mice 
independently of obesity. Gut 72(3): 460-471. 

27.	Tremaroli V, Karlsson F, Werling M (2015) Roux-en-Y Gastric Bypass and 
Vertical Banded Gastroplasty Induce Long-Term Changes on the Human 
Gut Microbiome Contributing to Fat Mass Regulation. Cell Metabolism 
22(2): 228-238. 

28.	Liou AP, Paziuk M, Luevano J-M (2013) Conserved Shifts in the Gut 
Microbiota Due to Gastric Bypass Reduce Host Weight and Adiposity. 
Science Translational Medicine 5: 178ra141-178ra141. 

29.	Ciobârcă D, Cătoi AF, Copăescu C (2020) Bariatric Surgery in Obesity: 
Effects on Gut Microbiota and Micronutrient Status. Nutrients 12(1): 
235. 

30.	Leeming ER, Johnson AJ, Spector TD (2019) Effect of Diet on the Gut 
Microbiota: Rethinking Intervention Duration. Nutrients 11(12):2862. 

31.	Abdeen G, le Roux CW (2016) Mechanism Underlying the Weight Loss 
and Complications of Roux-en-Y Gastric Bypass. Review. Obes Surg 
26(2): 410-21. 

32.	Holst JJ, Madsbad S, Bojsen-Møller KN (2018) Mechanisms in bariatric 
surgery: Gut hormones, diabetes resolution, and weight loss. Surgery for 
obesity and related diseases: official journal of the American Society for 
Bariatric Surgery 14(5): 708–714.

33.	Hankir MK (2022) Building and breaking the gut barrier with bariatric 
surgery. Cell stress 6(2): 17–20. 

34.	Potrykus M, Czaja-Stolc S, Stankiewicz M (2021) Intestinal Microbiota as 
a Contributor to Chronic Inflammation and Its Potential Modifications. 
Nutrients 13(11): 3839. 

35.	Farup PG, Valeur J (2020) Changes in Faecal Short-Chain Fatty Acids 
after Weight-Loss Interventions in Subjects with Morbid Obesity. 
Nutrients 12(3): 802.

36.	Meijer JL, Roderka MN, Chinburg EL (2022) Alterations in Fecal Short-
Chain Fatty Acids after Bariatric Surgery: Relationship with Dietary 
Intake and Weight Loss. Nutrients 14(20):4243. 

37.	Cuomo P, Capparelli R, Alifano M (2022) Gut Microbiota Host-Gene 
Interaction. Int J Mol Sci 23(22): 13717. 

38.	Aguas-Ayesa M, Yárnoz-Esquíroz P, Olazarán L (2023) Precision nutrition 
in the context of bariatric surgery. Reviews in Endocrine and Metabolic 
Disorders 24(5): 979-991.

39.	Kiasat A, Granström AL, Stenberg E (2022) The risk of inflammatory 
bowel disease after bariatric surgery. Surgery for obesity and related 
diseases: official journal of the American Society for Bariatric Surgery 
18(3): 343-350.

http://dx.doi.org/10.33552/AJGH.2024.03.000569
https://pubmed.ncbi.nlm.nih.gov/36317983/
https://pubmed.ncbi.nlm.nih.gov/36317983/
https://pubmed.ncbi.nlm.nih.gov/36317983/
https://www.nature.com/articles/nature18846
https://www.nature.com/articles/nature18846
https://www.ncbi.nlm.nih.gov/pmc/articles/PMC1500832/
https://www.ncbi.nlm.nih.gov/pmc/articles/PMC1500832/
https://pubmed.ncbi.nlm.nih.gov/23384445/
https://pubmed.ncbi.nlm.nih.gov/23384445/
https://pubmed.ncbi.nlm.nih.gov/23384445/
https://pubmed.ncbi.nlm.nih.gov/34650506/
https://pubmed.ncbi.nlm.nih.gov/34650506/
https://pubmed.ncbi.nlm.nih.gov/34650506/
https://pubmed.ncbi.nlm.nih.gov/31649646/
https://pubmed.ncbi.nlm.nih.gov/31649646/
https://pubmed.ncbi.nlm.nih.gov/31649646/
https://www.nature.com/articles/npjbiofilms20163
https://www.nature.com/articles/npjbiofilms20163
https://www.nature.com/articles/npjbiofilms20163
https://pubmed.ncbi.nlm.nih.gov/32169105/
https://pubmed.ncbi.nlm.nih.gov/32169105/
https://pubmed.ncbi.nlm.nih.gov/32169105/
https://www.ncbi.nlm.nih.gov/pmc/articles/PMC8153313/
https://www.ncbi.nlm.nih.gov/pmc/articles/PMC8153313/
https://pubmed.ncbi.nlm.nih.gov/33297486/
https://pubmed.ncbi.nlm.nih.gov/33297486/
https://www.nature.com/articles/s41435-021-00126-8
https://www.nature.com/articles/s41435-021-00126-8
https://journals.plos.org/plosgenetics/article?id=10.1371/journal.pgen.1008073
https://journals.plos.org/plosgenetics/article?id=10.1371/journal.pgen.1008073
https://journals.plos.org/plosgenetics/article?id=10.1371/journal.pgen.1008073
https://pubmed.ncbi.nlm.nih.gov/35889175/
https://pubmed.ncbi.nlm.nih.gov/35889175/
https://pubmed.ncbi.nlm.nih.gov/35889175/
https://pubmed.ncbi.nlm.nih.gov/32870301/
https://pubmed.ncbi.nlm.nih.gov/32870301/
https://microbiomejournal.biomedcentral.com/articles/10.1186/s40168-021-01093-y
https://microbiomejournal.biomedcentral.com/articles/10.1186/s40168-021-01093-y
https://www.ncbi.nlm.nih.gov/pmc/articles/PMC5490581/
https://www.ncbi.nlm.nih.gov/pmc/articles/PMC5490581/
https://www.ncbi.nlm.nih.gov/pmc/articles/PMC5490581/
https://www.ncbi.nlm.nih.gov/pmc/articles/PMC5490581/
https://pubmed.ncbi.nlm.nih.gov/27703805/
https://pubmed.ncbi.nlm.nih.gov/27703805/
https://pubmed.ncbi.nlm.nih.gov/27703805/
https://pubmed.ncbi.nlm.nih.gov/36329546/
https://pubmed.ncbi.nlm.nih.gov/36329546/
https://pubmed.ncbi.nlm.nih.gov/36329546/
https://www.sciencedirect.com/science/article/pii/S096098222201750X
https://www.sciencedirect.com/science/article/pii/S096098222201750X
https://pubmed.ncbi.nlm.nih.gov/17183312/
https://pubmed.ncbi.nlm.nih.gov/17183312/
https://pubmed.ncbi.nlm.nih.gov/17183312/
https://pubmed.ncbi.nlm.nih.gov/32344612/
https://pubmed.ncbi.nlm.nih.gov/32344612/
https://pubmed.ncbi.nlm.nih.gov/36008102/
https://pubmed.ncbi.nlm.nih.gov/36008102/
https://pubmed.ncbi.nlm.nih.gov/36008102/
https://pubmed.ncbi.nlm.nih.gov/26244932/
https://pubmed.ncbi.nlm.nih.gov/26244932/
https://pubmed.ncbi.nlm.nih.gov/26244932/
https://pubmed.ncbi.nlm.nih.gov/26244932/
https://pubmed.ncbi.nlm.nih.gov/23536013/
https://pubmed.ncbi.nlm.nih.gov/23536013/
https://pubmed.ncbi.nlm.nih.gov/23536013/
https://pubmed.ncbi.nlm.nih.gov/31766592/
https://pubmed.ncbi.nlm.nih.gov/31766592/
https://pubmed.ncbi.nlm.nih.gov/26530712/
https://pubmed.ncbi.nlm.nih.gov/26530712/
https://pubmed.ncbi.nlm.nih.gov/26530712/
https://www.ncbi.nlm.nih.gov/pmc/articles/PMC5974695/
https://www.ncbi.nlm.nih.gov/pmc/articles/PMC5974695/
https://www.ncbi.nlm.nih.gov/pmc/articles/PMC5974695/
https://www.ncbi.nlm.nih.gov/pmc/articles/PMC5974695/
https://www.ncbi.nlm.nih.gov/pmc/articles/PMC8618457/
https://www.ncbi.nlm.nih.gov/pmc/articles/PMC8618457/
https://www.ncbi.nlm.nih.gov/pmc/articles/PMC8618457/
https://www.ncbi.nlm.nih.gov/pmc/articles/PMC7146446/
https://www.ncbi.nlm.nih.gov/pmc/articles/PMC7146446/
https://www.ncbi.nlm.nih.gov/pmc/articles/PMC7146446/
https://pubmed.ncbi.nlm.nih.gov/36296927/
https://pubmed.ncbi.nlm.nih.gov/36296927/
https://pubmed.ncbi.nlm.nih.gov/36296927/
https://pubmed.ncbi.nlm.nih.gov/36928810/
https://pubmed.ncbi.nlm.nih.gov/36928810/
https://pubmed.ncbi.nlm.nih.gov/36928810/
https://pubmed.ncbi.nlm.nih.gov/35012883/
https://pubmed.ncbi.nlm.nih.gov/35012883/
https://pubmed.ncbi.nlm.nih.gov/35012883/
https://pubmed.ncbi.nlm.nih.gov/35012883/

	References

